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________________________________________________________________________________________________________________________________________________________________________________________________________________________
SPATIAL SERVICE REQUEST FORM
________________________________________________________________________________________________________________________________________________________________________________________________________________________
Name:       



Email:       




PI:        
Department:
       



Peoplesoft Fund# or PO#:       
Biosafety Protocol – MGB IBC # (DFCI BCC#):      
Requested Date:       
Second Choice (in event of conflict):       
Sample Information:

Species of Origin:                   

 FORMTEXT 
     



Tissue Source/Type:         

 FORMTEXT 
     

 FORMTEXT 
       
Fixation Method:                        FORMCHECKBOX 
 FFPE 
                            FORMCHECKBOX 
 Fresh Frozen 

Date of Collection:         

 FORMTEXT 
     

 FORMTEXT 
       
Spatial Transcriptomic Services:
Quality Check:

· RNA QC                        FORMCHECKBOX 
 Yes (Please list the number of samples you would like to check:          )

                                       FORMCHECKBOX 
 No (Please provide TapeStation result or agree to run at your own risk)

Spatial Service Request:  
· Visium CytAssist 
   FORMCHECKBOX 
 Visium (6.5mm)     
 OR
 FORMCHECKBOX 
 Visium (11mm)
· Visium HD
 
   FORMCHECKBOX 
 Visium HD (6.5mm)
· Xenium In Situ           
   FORMCHECKBOX 
 5000 gene panel (Multimodal Segmentation Included) 
                                       FORMCHECKBOX 
 Tissue Specific Panel 
· For tissue specific panels please choose and specify:

                                                   FORMCHECKBOX 
 Pre-designed tissue panel:          
                                                   FORMCHECKBOX 
 Add-on custom panel:          
                                                   FORMCHECKBOX 
 Standalone custom panel:          
                                                   FORMCHECKBOX 
 Multimodal Segmentation add-on

Number of Slides:          
(*Please contact 10X Genomics to design and order custom Xenium panels and submit the panel information with your slides to us.) 
(*Currently, we do not offer Post Tissue dissociation service and Xenium H&E staining. We can provide the sodium hydrosulfite that is specific to the 10X Post-Xenium H&E Staining protocol upon request.)

Data Delivered:  
· For Visium and Visium HD: Gene Count Matrices, c-loupe files, BAM files, H&E staining images. (NOTE: FASTQ files can be obtained from BAM files with the cell ranger bam to fastq function)
· Internal file transfer?    FORMCHECKBOX 
 Yes (please provide an ERIS username for Visium data delivery)          
                               
            FORMCHECKBOX 
 No

(*Our standard protocol for Visium data delivery is to send the Cell Ranger output to each user via an Aspera file transfer. Internal users who have access to the ERISone/ERIStwo servers can opt for an internal file transfer via ERIS. On the user end, this typically results in faster data delivery times and less required familiarity with the command line interface.)
(*Internal users who have access to the ERISone/ERIStwo servers can opt for an internal file transfer via ERIS. On the user end, this typically results in faster data delivery times and less required familiarity with the command line interface. If users are external to the BWH system, we can transfer the Xenium output files from our internal hard drive to a user hard drive. We ask that users bring a hard drive with sufficient storage to the Core facility when the data is ready.) 
· For Xenium: Default Xenium output files with gene expression matrices, cell and nucleus segmentation files, morphology images, and decoded transcript counts. 
· Please list the email addresses for Dropbox data transfer:           

Disclaimer Agreement:   
 FORMCHECKBOX 
         By checking this box, I attest that I have discussed with my PI about the experiment before proceeding.
 FORMCHECKBOX 

By checking this box, I attest that I have read and accept the terms stated in the disclaimers below:

Fluorescence in-situ hybridization and whole transcriptome spatial profiling experiments are cutting-edge technologies that offer exciting new research opportunities. Due to the high-risk nature of these technologies, we cannot guarantee a successful outcome with each experiment. We also cannot guarantee any specific metrics such as cells captures nor UMI’s per cell due to the high variability of these values across tissues, species, collection methods, processing protocols, and RNA quality.

Sample Preparation & Quality Disclaimer–

As a core facility, we will be happy to provide relevant information on proper sectioning and staining techniques leading up to the use of the services offered to give the best chance at a desired outcome. 

To prevent poor experimental outcomes, we require users to H&E stain each sample and submit the scanned images to the core. We ask that users inspect these images and the tissue structures that they want to characterize are present. We also highly encourage users to perform RNA extraction of tissue scrolls, and we offer to analyze these extracted transcripts on our Tape Station. We will also inspect the images and Tape Station results and notify the investigator prior to proceeding with the experiment of any indications of poor tissue quality. 

Sample preparation and quality is of the utmost importance. Positive results from these two preliminary measures will not guarantee success, but they function to eliminate samples with a heightened risk of failure. At this point the investigator and PI will have the choice to proceed with risk or cancel the run.
In the event of PROCEEDING WITH RISK using a suboptimal sample, and a failure occurs, the investigator will be billed for reagents and labor costs associated with the experiment.
For Visium, there is a step in the library construction in which gives us an indication if the probes used were able to capture any RNA transcripts within the tissue. At this point, investigators can choose to proceed with sequencing. If the samples fail to pass this step and investigators choose to not proceed with sequencing, users will still be liable for reagents and labor costs. 
Machine Disclaimer

Though small, there is always a risk for machine failure that is outside of our control. In this event, there is a chance that the samples may not be retrievable. We do not require back up slides in order to run users’ experiments, but we do encourage the use of blocks with sufficient tissue for multiple runs. 
Data Storage Disclaimer

The Core promises to store user data for 90 days beginning on the day of file transfer. After these 90 days, the data will be deleted from our servers. Please communicate any difficulties viewing or accessing your data for we are not liable for any data issues past these 90 days.  
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